4% Hol IR (BRBEAR) Vol.49 No. 6
2010 4£ 11 A ACTA SCIENTIARUM NATURALIUM UNIVERSITATIS SUNYATSENI Nov. 2010

R AR TRIAT B B Par -4 B915'S
WS s
A ROk, HREW, AT &

(1. P LhkFAEMREEZR, S K 7 510275,
2. ARHREIXRFEFREIRZ, F L)

i E: FASERENL (SVM) HARME Par -4 CBEHE H A AR M4, B H 5 Par -4 H M EAEH
M R 82 5 X UEEE R EThAERI A 8 K2k, FEASE . BN . ERAEAR. T2 XE T
o 520 BRI, DNA S HIHCE AR, WHBER. SEORMXEAE. BAREENRSSE A RMEME
%%, SASCZIRABIRERREE, HWIH T Par -4 92 XA REHINGE S FRRE, BRTNE] Par-4 5
—REZRUEBAABVNRR, PREN, P-4 5ZFHEAREEEROMEIER, JHE, £ 900
TRERIE T EEA A, :

KHRIF : Par-4; SVM; BEFMEIEM; MMAT; FEHS

hESHES. 354 TEIEEL: A XEHS: 0529 -6579 (2010) 06 —0083 —06

Prediction Signaling Transduction Pathways of Cancer-related

Apoptosis Protein Par —4

ZHAO Yanchao' , ZHANG Shubo', CHAN Danile Waitin® , HE Miao'
(1. School of Life Sciences, Sun Yat-sen University, Guangzhou 510275, China;
2 Department of Building Services Engineering, The Hong Kong Polytechnic University,

Kowloon, Hong Kong)

Abstract: Based on the Support Vector Machine algorithm, the protein-protein interactions (PPI) net-
works between Par —4 | the cancer-related apoptosis protein, and related proteins have been built. There
are 82 proteins have been predicted interacting with Par —4. The proteins are classified into eight groups
by biological functions, which include protein kinase, death receptor associate factor, ubiquitin-protein
ligase, special disease associate proteins, DNA replication related proteins, special structure associate
protein, regulatory protein and others. Combined with literatures mining and molecular chaperones of Par
— 4 searching from BOND database, two new signal transduction pathways of Par —4 have been deduced.
In this paper, we first discover that Par —4 interacts with a group of ubiquitin-proteins. We find that Par -
4 has complicated interactions with many proteins. Par —4 plays a major role in some apoptosis pathways.
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